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[ Abstract] Objective To study the clinical value of combined detection using peripheral blood T-SPOT. TB,
pleural effusion adenosine deaminase (ADA) and pleural effusion Mycobacterium tuberculosis DNA fluorescence quan-
titative polymerase chain reaction (TB-DNA-PCR) for the diagnosis of tuberculous pleurisy. Methods Three hun-
dred and ninty-nine cases in Shanghai Pulmonary Hospital from January 2012 to May 2014 were retrospectively ana-
lyzed, including 296 cases of tuberculous pleurisy and 103 cases of non-tuberculous pleurisy. Every patient was tested
with pleural effusion ADA, pleural effusion TB-DNA-PCR and peripheral blood T-SPOT. TB. The sensitivities and
specificities of three detections, serial joint detection and parallel joint detection are calculated, respectively. ADA,
TB-DNA-PCR and T-SPOT. TB test results were all positive as a positive result in serial joint detection, any one of
ADA or TB-DNA-PCR or T-SPOT. TB test results was positive as a positive result in parallel joint detection. Data
were compared with 5 test, P<C0. 05 was considered statistically significant. Results The sensitivities of pleural
effusion ADA, pleural effusion TB-DNA-PCR and peripheral blood T-SPOT. TB were 90. 88% (269/296), 31.42%
(93/296), and 81.76% (242/296), respectively. The sensitivity of T-SPOT. TB was significantly higher than that
of TB-DNA-PCR (5 = 152. 66, P=0. 000), but significantly lower than that of ADA (y* =11.23, P=0.000).
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Their specificities were 78. 64% (81/103), 97.09% (100/103), and 73.79% (76/103), respectively. The specifi-
city of TB-DNA-PCR was significantly higher than those of T-SPOT. TB (5> =22. 47, P=0. 000) and ADA (y*=
16. 43, P=0.000) , but there was no statistical difference between the specificities of T-SPOT. TB and ADA (y* =
0.67,P=10.513). The sensitivity and specificity of serial joint detection was 28.38% (84/296) and 99.03%
(102/103) respectively. The sensitivity and specificity of parallel joint detection was 99.32% (294/296) and
69.90% (72/103), respectively. Conclusion The specificity of the serial joint detection of pleural effusion ADA.
pleural effusion TB-DNA-PCR and peripheral blood T-SPOT. TB was higher, better to reduce the misdiagnosis; the

sensitivity of the parallel joint detection was higher, better to decrease the missed diagnosis.
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